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REMARKS 



-&atus-ofthe-€laims 

Claim 1 has been amended without prejudice to or disclaimer of the subject matter 
therein such that it now recites the following: "An isolated nucleic acid comprising a 
polynucleotide having at least 80% sequence identity to SEQ ID NO: 3, wherein said 
polynucleotide encodes a maize AFP1 protein, or a complement of said polynucleotide." 
Support for this amendment is found in original claim 1. New claims 13-17 have been added, 
drawn to the polynucleotide sequences of SEQ ID NOS:l, 3, 5, 7 and 9. Support for the new 
claims can be found in original claim 1 . Therefore, no new matter has been added by 
amendment. Claims 1-17 are now pending. 

With respect to Item 1 on the Office Action Summary, the Examiner has indicated that 
the Restriction Requirement is responsive to the Communication filed on February 5, 2003. 
Applicants wish to clarify that the Communication filed on February 5, 2003 was a Request for 
Corrected Filing Receipt. 

It is not believed that extensions of time or fees for net addition of claims are required, 
beyond those that may otherwise be provided for in documents accompanying this paper. 
However, in the event that additional extensions of time are necessary to allow consideration of 
this paper, such extensions are hereby petitioned under 37 CFR § 1.136(a), and any fee required 
therefore (including fees for net addition of claims) is hereby authorized to be charged to Deposit 
Account No. 16-0605. 
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Alignment of the Maize sequences: 
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SEQ ID: 1 
SEQ ID: 3 

SEQ ID: 7 
SEQ ID: 9 
Consensus 

1 
3 
5 
7 
9 

Consensus 

1 
3 
5 
7 
9 

Consensus 

l 
3 
5 
7 
9 

Consensus 



( 1 ) - - -KccCACGCGTCCGCCfACGCXSTCCGC^ - ftGCAATCCACACAAGCACIj 
(1) " ' ~^C A(^CGTCCGCCCA(^CGTCC^CACAGCAATCCAC^CAAG CACTi 
ftGGGGTGGGGGi ~" ' ' '" ~ 



{1) tcgaccc^cgcx;tcc^^ 

(1) - agcg 

( 1 ) ACCCACGCGTCCGCCCACGCGTCCGCACAGCAATCCACACAAGCACT 
bi 100 



(46) g^GA^ACCACTG - CTCGGAG ^^ ACC^GCGTq i^CAOCA^ 

(48) fFCG ACGTGACACGGGCG CTfinnr' aracar ap a rv* n ^n^^o^, ^ ~1 




101 15Q 
(91> ^^CTACCAGGAGGTGGACTACTGCTCGGA GGAGGTGAGG TC GGTGn 

(98) jpS^ 

(101) ^C^ACTACCAGGAGGTGaArT&rTri^'r^r^ a rv?» n^mr* ^ T^Z^ZZZ Z 



(101) y,VJV1XMV - XM ^ - • ; >:,- \ - • • Z ■ CC ^GGAG . iGTCGGTGG 
/ (55) P^^^CTAC^GGAGGTGGAC TA^TGCTC^^^^GGTGAGGTC GGTGfi 
(101) GGCTTACTACCAGGAGGTGGACTACTGCTCGGAGGAGGTGAGGTCGGTGG 

(141) ^^^^^^ ^^^^ ^^^^^^^^^^ cifg 
(148) 

151) ^ C ^ CC GSCfTCGGCCG^ 
<151) ^l^CreGCT^^ 

i x 0 5 ) p< :CC GGCCGG C 2 ycr;rcK>-v^ir^:A?^ -t>?- ^ ^^ frCG'TCGTd 



105 ! ^^^CGGCTTCGGCCGCCACGGCGGCGGCGTCC^GrAnrArnTrr^ 

(151) CCCCGGCCGGCTTCGGCCGCCACGGCGGCGGCGTCCAG(^GCACGTCGTC 
201 



Consensus 



Consensus 



Consensus 



Consensus 



Consensus 




- I - ^v-w^v^v.^ i^.ui^ M i tjUC ;TGCGTGCCTTATGTAT GTCTaTnnTTi 

(401) CATCCACGCCCGTTCGTGCTTCCCTGCGTGCCTTATGTATGTCTGTGGTT 
451 ^ 

, (437 J ^^^^^^^^^^^^^^TCG^CGfGCACGCA^ 

444 ^CTC^TTGIflgAC^TC^TCGTACl^TATCG^g^^f^ 

447 gACTGG-ff^gA^TCATCGTACrrGGCTATCGT ACGT^ 

(450) pACTG GTTGl^GGGTCATCGTA?fTGGCTATC<Mcif§^ 
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Consensus 

1 
3 
5 

7__ 



(402) 
(451) 

(487) 
(494) 
(497) 

JL5J1QI. 
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g- -{T§ pVGGGTCATCGTACTTGGCf^ G jC^TACGTGCACGCACfO 

GACTGGTTGT C^GGGTCATCGTACTTGGCTATCGTACGTGCACGCACTC 



501 



550 



fiGCTCCTG raCGAATTACGAC^ 
AGCTCCTGTACGAATTACGACAA^AAGCTC 



Consensus 

l 
3 
5 
7 
9 

Consensus 

1 
3 
5 
7 
9 

Consensus 

1 
3 
5 
7 
9 

Consensus 



(444) 
(501) 

(537) 
(544) 
(547) 
(550) 
(494) 
(551) 

(587) 
(575) 
(578) 
(581) 
(530) 
(601) 

(637) 
(575) 
(578) 
(581) 
(530) 
(651) 



f i/^v^.S-P-" £AA(& :TCGTCACCTGAATAA^C^C^ 



5^CCTGTACGAATTACG ft?rAATAAG CT 

AG CT C CTGT ACG AATT ACGACAAT AAG CT CG TG AC CTG AAT AAAACTT CT 



551 



j TCCTAATACP]?^^ 

pPCGTAATACTAA' ftAAAAAAAA^A AAAAAAAA 1 

ffCGTAATACTjjg frAAAAAAAAA AAAAAAAAA 1 

t TCGJ7^TACTA^ 

fr^TAATA^TAA^ TACCT - 
TCGTAATACTAA 

601 650 
AAAAAAAAAAAAAAJU^AAAAAAAAAAAAAAAAAAAAAA 



AAAAAAAAAAAAAAAAAAA 



651 690 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



Maize Sequences: Gap-like results with Needleman-Wunsch algorith 



m 



Seq1 


Seq2 


Overall id 


3 


1 


82.1 


3 


5 


99.48 


3 


7 


86.76 


3 


9 


86.76 



Sequence #3's identity to the other sequences is shown above. 
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Painvise Alignments of Sequence 3 versus each of the other maize sequences. 
(Gap-like results with Needleman-Wunsch algorithm "Needle program") 



GLOBAL: 3 VS 1 
"SCORE: 2683.50 

3 1 

1 1 

3 46 



ACCCACGCGTCCGCCCACGCGTCCGCACAGCAATCCACACAAGCA 4 5 

INN Ml III I HIM II II III MM II MINI I 

ACCCACGCGTCCGCCCACGCGTCCG. . CAGCAATCCACACAAGCA 43 



CTTCGACGTCACACGGGCGCTGCGCACA . GACACACCAAGCGTCG 8 9 

N II II II | MM I I II HIM III 

1 44 CTTCGA AGGACCACTGCTCGGAGGACACACCAAGCGTCT 82 



3 90 
1 83 
3 135 
1 128 
3 180 
1 173 

3 225 

1 218 

3 270 

1 263 

3 315 

1 308 

3 360 

1 353 

3 405 

1 398 

3 450 

1 443 

3 495 

1 488 



GCACCAATGGCTTACTACCAGGAGGTGGACTACTGCTCGGAGGAG 134 

Ml Ml IMM 1 1 Ml Ml MM MM I MM MINIMI II II 

GCACCAATGGCTTACTACCAGGAGGTGGACTACTGCTCGGAGGAG 127 
GTGAGGTCGGTGGCCCCGGCCGGCTTCGGCCGCCACGGCGGCGGC 179 

1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GTGAGGTCGGTGGCCCCGGCCGGCTTCGGCCGCCACGGCGGCGGC 172 
GTCCAGCAGCACGTCGTCAAGGAGAAGTTCGAGGAGGTCGACACG 224 

MM Ml II II I II II I II II II 1 1 II I II I II II I II II 1 1 1 1 1 

GTCCAGCAGCACGTCGTCAAGGAGAAGTTCGAGGAGGTCGACACG 217 
GTCTCACGCGCCGGCGCCAACCACCACCACCACCATGGTCACCAC 269 

M M I II II 1 1 1 II 1 1 1 II I II 1 1 1 1 1 1 1 1 N 1 1 N 1 1 M I M I 

GTATCACGCGCCGGCGCCAACCACCACCACCACCATGGTCACCAC 262 
GGCGGCCACGGCTTCGTGGTGCGCGAGACCAGGGTCGAAGAGGAC 314 

' ' ' ' M M II 1 1 1 II II M II II II I II II I II 1 1 1 1 1 MM II 

GGCGGCCACGGCTTCGTGGTGCGCGAGACCAGGGTCGAGGAGGAC 307 
ATCAACACCTGCACCGGCGAGGTCCACGAGCGCAGGGAGAGCTTC 359 

Ml 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 

ATCAACACCTGCACCGGCGAGGTCCACGAGCGCAGGGAGAGCTTC 352 
CTCGCCAGGGCTAACTGAGCCGCCCGGCGGCCGGCATCCACGCCC 4 04 

JLJJULJULI ■ 1 1 ■ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

CTCGCCAGGGCTAACTGAGCCGCCCGGCGGCCGGCATCCACGCCC 397 

GTTCGTGCTTGCCTGCGTGCCTTATGTATGTCTGTGGTTGACTGG 44 9 

M M I I II I II M II I I II || || M II I II I II M | I I I II II II 
GTTCGTGCTTGCCTGCGTGCCTTATGTATGTCTGTGGTTGACTGG 442 

TTGTTCAGGGTCATCGTACTTGGCTATCGTACGTGCACGCACTCA 4 94 

MM 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

TTGTGCAGGGTCATCGTACTTGGCTATCGTACGTGCACGCACTCA 4 87 
GCTCCTGTACGAATTACGACAATAAGCTCGTGACCTGAATAAAAC 539 

'UiU' ll!| MIIMIMMMMIMMIIINIMMNM 

GCTCCTGTACGAATTACGACAATAAGCTCGTGACCTGAATAAAAC 532 
3 540 TTCTTCGTAATACTAA AAAAAAAAAAAAAAAAAAA 574 

miiiiiiiiiiiii iiNiiiiiiiiiiiiiii 

TTCTTCGTAATACTAATACCTACATCAAAAAAAAAAAAAAAAAAA 577 



1 533 
3 



578 



AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 622 
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3 



1 623 AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 667 

J 

1 668 AAAAAAAAA 676 

OVERALL %ID = 82.10 OVERALL %SIMILARITY = 82.10 
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GLOBAL: 3 VS 5 
SCORE: 2870.00 
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ACCCACGCGTCCGCCCACGCGTCCGCACAGCAATCCACACAA 4 2 

Ml M I MM II I III I'll I lllllll INI III I MINI I 

_TC^ACCCACGCGTCCGCCCACGCGTCCGCAGAG€AftTGGACAGAA— 4-5- 



43 GCACTTCGACGTCACACGGGCGCTGCGCACAGACACACCAAGCGT 87 

MIIIIMIIIIIIMIIIIIIIIIIIlllMiiMiiiiiiiii 

4 6 GCACTTCGACGTCACACGGGCGCTGCGCACAGACACACCAAGCGT 90 

8 8 CGGCACCAATGGCTTACTACCAGGAGGTGGACTACTGCTCGGAGG 132 

Ml Ml II I III I II Ml I IN | | IN || || | || || || Ml || | | 
91 CGGCACCAATGGCTTACTACCAGGAGGTGGACTACTGCTCGGAGG 135 

133 AGGTGAGGTCGGTGGCCCCGGCCGGCTTCGGCCGCCACGGCGGCG 177 

' 1 1 1 1 1 1 1 1 1 r 1 1 r 1 1 r 1 1 i 1 1 1 j i i i r 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 r i 

136 AGGTGAGGTCGGTGGCCCCGGCCGGCTTCGGCCGCCACGGCGGCG 180 

178 GCGTCCAGCAGCACGTCGTCAAGGAGAAGTTCGAGGAGGTCGACA 222 

' JL I i « ' M I M 1 1 1 1 1 M M 1 1 1 1 1 1 ! 1 1 M 1 1 1 1 M 1 1 1 1 M 1 1 

181 GCGTCCAGCAGCACGTCGTCAAGGAGAAGTTCGAGGAGGTCGACA 225 



3 223 
5 226 



CGGTCTCACGCGCCGGCGCCAACCACCACCACCACCATGGTCACC 267 

i M II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

CGGTCTCACGCGCCGGCGCCAACCACCACCACCACCATGGTCACC 270 
3 268 ACGGCGGCCACGGCTTCGTGGTGCGCGAGACCAGGGTCGAAGAGG 312 

MMM M Mill lllllll II II II II II Mil I lllllll | || 

^ 271 ACGGCGGCCACGGCTTCGTGGTGCGCGAGACCAGGGTCGAAGAGG 315 

3 313 ACATCAACACCTGCACCGGCGAGGTCCACGAGCGCAGGGAGAGCT 357 

I M 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 [ 1 1 ! 1 1 1 1 [[[ 1 1 1 1 [ 1 1 M 1 1 1 1 M 

^ 316 ACATCAACACCTGCACCGGCGAGGTCCACGAGCGCAGGGAGAGCT 360 

3 358 TCCTCGCCAGGGCTAACTGAGCCGCCCGGCGGCCGGCATCCACGC 4 02 

i r t r i ( 1 1 1 1 1 1 J i f 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 i 1 1 1 1 j r r j i f 1 1 1 1 

5 361 TCCTCGCCAGGGCTAACTGAGCCGCCCGGCGGCCGGCATCCACGC 4 05 

3 403 CCGTTCGTGCTTGCCTGCGTGCCTTATGTATGTCTGTGGTTGACT 44 7 

MM I M MM I lllllll lllllll lllllllllllllllllll 

b 4 06 CCGTTCGTGCTTGCCTGCGTGCCTTATGTATGTCTGTGGTTGACT 4 50 



3 44 8 GGTTGTTCAGGGTCATCGTACTTGGCTATCGTACGTGCACGCACT 4 92 

MINIMI MINIM lllllll lllllll INI III lllllll 

5 4 51 GGTTGTTCAGGGTCATCGTACTTGGCTATCGTACGTGCACGCACT 4 95 

3 493 CAGCTCCTGTACGAATTACGACAATAAGCTCGTGACCTGAATAAA 537 

IMM II II III II II III MM MM MINI II III INI II I 

5 4 96 CAGCTCCTGTACGAATTACGACAATAAGCTCGTGACCTGAATAAA 54 0 

3 538 ACTTCTTCGTAATACTAAAAAAAAAAAAAAAAAAAAA 574 

IMIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIII 

5-±l ACTTCTTCGTAATACTAAAAAAAAAAAAAAAAAAAAA 577 

OVERALL %ID = 99.48 OVERALL %SIMILARITY = 99.48 
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GLOBAL: 3 VS 7 
SCORE: 2336.50 

3 1 ACCCACGCGTCCGCCCACGCGTCCGCACAGCAATCCACACAAGCA 45 

II 

— 2 3 AG. . 2 

3 46 CTTCGAC . . GTCACACGGGC GCTGCGCACAGACACACCAA 8 3 

ll l l ll 1 1 1 1 l ll 1 1 1 1 ill I 

7 3 . CGGCGGGGAAGAAGGGCTACAAGATG AAGACGCACAAG 40 

3 84 GCGTCGGCACCAATGGCTTACTACCAGGAGGTGGACTACTGCTCG 128 

I I ! 1 1 1 1 1 1 1 1 E I J i 1 1 1 1 1 1 1 ! I J 1 1 1 1 1 1 1 1 1 

7 41 GCGTCGGCACCAATGGCTTACTACCAGGAGGTGGACTACTGCTCG 85 

3 129 GAGGAGGTGAGGTCGGTGGCCCCGGCCGGCTTCGGCCGCCACGGC 173 

II Ml MM II 1 1 II I Ml INI I II MM I III Ml MM I II I 

7 86 GAGGAGGTGAGGTCGGTGGCCCCGGCCGGCTTCGGCCGCCACGGC 130 

3 174 GGCGGCGTCCAGCAGCACGTCGTCAAGGAGAAGTTCGAGGAGGTC 218 

I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I 

7 131 GGCGGCGTCCAGCAGCACGTCGTCAAGGAGAAGTTCGAGGAGGTC 175 

3 219 GACACGGTCTCACGCGCCGGCGCCAACCACCACCACCACCATGGT 263 

I I i E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 ] 

7 176 GACACGGTCGCACGCGCCGGCGCCAACCACCACCACCACCATGGT 220 

3 264 CACCACGGCGGCCACGGCTTCGTGGTGCGCGAGACCAGGGTCGAA 3 08 

II Ml II MM I III I Ml I II I III III I MM Ml I M MM 

7 221 CACCACGGCGGCCACGGCTTCGTGGTGCGCGAGACCAGGGTCGAG 265 

3 309 GAGGACATCAACACCTGCACCGGCGAGGTCCACGAGCGCAGGGAG 353 

1 1 Ml II I Ml I III I Ml II 1 1 III M 1 1 Ml I II II IMIIII 

7 266 GAGGACATCAACACCTGCACCGGCGAGGTCCACGAGCGCAGGGAG 310 

3 354 AGCTTCCTCGCCAGGGCTAACTGAGCCGCCC . GGCGGCCGGCATC 397 

M II I II I MM III I II I II 1 1 III MM IMIIIIMIIM 

7 311 AGCTTCCTCGCCAGGGCTAACTGAGCAGCCCGGGCGGCCGGCATC 355 

3 3 98 CACGCCCGTTCGTGCTTGCCTGCGTGCCTTATGTATGTCTGTGGT 442 

II II II Mill II I II II! II II MIMII I! III! 

7 3 56 CACGCCCGTTCGTGCCTGCCTGCGTGCCTTATGTATGTCTG . . . . 3 96 

3 443 TGACTGGTTGTTCAGGGTCATCGTACTTGGCTATCGTACGTGCAC 487 

II 1 1 1 1 IIIIIIIIIIIIIMIIIIII lllllllllll 

7 397 . . . . TGATTGTGCAGGGTCATCGTACTTGGCTAGCGTACGTGCAC 437 

3 488 GCACTCAGCTCCTGTACGAATTACGACAATAAGCTCGTGACCTGA 532 

MIMIIIMIIIIMIIIIIIIIII MIMIMIIIMIIIII 

7 438 GCACTCAGCTCCTGTACGAATTACGATAATAAGCTCGTGACCTGA 4 82 
3 533 ATAAAACTTCTTCGTAATACTAA AAAAAAAAAAAAAAAAA 572 

M 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 II lllllllllllllllll 

7 483 ATAAAACTTCTTCGTAATACTAATACCT AAAAAAAAAAAAAAAAA 527 

3 573 AA 574 

7 528 AA 529 

OVERALL %ID = 86.76 OVERALL %SIMILARITY = 86.76 
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GLOBAL: 3 VS 9 
SCORE: 2336.50 



3 


1 

-L 


a P'OP 1 a pnpnTPpnppp a p~ , P!^.p , p ,^ pp , p ,, p■ , p , a p appa A r Pi* , /" , AP" , AP* , A ap^/^a 
rtLUUiUuLU 1 l_LAj\-V_.L^i\^ljt_lj i L.^L~AvJAL»l_AA I LL~A(JALAACjI_A 


45 


9 


1 


(-) — 

AG. . 


2 


-i 
j 


*± 0 


PTTPPAP P^TP* A P 1 A PnPPP ppTPPPPA( n 'Ar"7vr'Ar'ivr"riiv a 
CI 1 ULjAL . . {j 1 UALACLiLrtjV- bL I GCGLTVCAGACACACCAA 


83 


9 


3 


II 1 1 II INI 1 II MM III 1 

. . . CGGCGGGGAAGAAGGGCTACAAGATG .... AAGACGCACAAG 


40 


-5 
J 


Oft 


1 LWjLALLAA 1 libL 1 1 AL 1 ALCAGGAGGTGGACTACTGCTCG 


128 






1 1 1 1 1 ! 1 1 1 1 1 1 1 1 M 1 1 1 1 i 1 i i 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




9 


41 


GCGTCGGCACCAATGGCTTACTACCAGGAGGTGGACTACTGCTCG 


85 


3 


-L j£ -> 


ct a nn a t 1 p* a p* p* t* p 1 pip* t* piP 1 p* p* c* cnr* c* p* p"p»p"T |f rp , p?p' , p'p'p*p , p» a i r " , o/" , '/~< 


173 






1 II 1 1 1 1 1 1 II 1 II II 1 II 1 II II II 1 1 II 1 1 1 1 1 II 1 1 II 1 1 II 




9 


86 


GAGGAGGTGAGGTCGGTGGCCCCGGCCGGCTTCGGCCGCCACGGC 


130 


3 


1 74 
x / *± 


rz(~ir*'rirzr~ , ri'T'f~ , ( r *' r pip^ a p^ p* r p^p'tp^p'tp' a aplp 1 ap a Ar , fprpppj\pr | Rnr»To 
oVjUo^jL-Lj 1 U CttAj L./\Lj AL. <j 1 1 CAAVjKjAIjAA(j 1 1 LCjACjGAGGTC 


218 






II II II 1 II II 1 1 II 1 1 1 II 1 1 1 1 II II II II II II II 1 1 II 1 1 1 




9 


131 


GGCGGCGTCCAGCAGCACGTCGTCAAGGAGAAGTTCGAGGAGGTC 


175 


3 


£• x z> 


fZAP^APV^U^T , P^Tr , P , AP 1 P2P , P2P , PV'2P , P , P , P , P ,, A APPAPPAPP/\ r , /"'Ar | P7\TP/^'Ti 
1 \~ I ^AL.oUoUUU^^oU^AACUAL.L.ACCALCALUAj. GOT 


263 






MMMIII MIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIII 




9 


176 


GACACGGTCGCACGCGCCGGCGCCAACCACCACCACCACCATGGT 


220 


3 




p* a p^p 1 a r^ncir^nnrr* a p ,, pip"' , p"t"t , p" i p i tpip^t'/^ p , p i p»p» a p" a r^/^»A/^/~«r"T>/ r ^/^ a a 

bb L. LjO LLAt <j<j U 1 Jl 1 LKj I VjCVjCCjAvjALLAGGGTCGAA 


308 






MIIMMIMIIIIMMIIMIMMMMIMMMIIMI 




9 


221 


CACCACGGCGGCCACGGCTTCGTGGTGCGCGAGACCAGGGTCGAG 


265 


-> 
•j 




PflPP APATPA A P" 1 A P , P lr PP , P 1 A P^P^P^P 1 ^/^ 1 A P*P"T»P«P* A fio a /~* r~<f* /-i 7v r*r*t~t n 

LjA<j*jAL.A1 L.AACAL.L 1 OLALLGGLGAGGTCCACGAGCGCAGGGAG 


353 






IMMMMMMMMMIMMIMIMMIMIIMIIMM 




9 


266 


GAGGACATCAACACCTGCACCGGCGAGGTCCACGAGCGCAGGGAG 


310 


3 


J j4 


&P1PTTPPTPPPP AflP , P" , P""P A A P ,r PP 1 A PPPPPOP i^t^^ty-TTi m/-i 

AVju 1 1 I L.vj\-uAVjOOL. 1 AAL. i oAvjLLGCCL . GGCGGCCGGCATC 


397 






1 1 1 1 II 1 1 II 1 1 II II 1 1 1 1 II 1 1 1 1 MM Nil ill II 




9 


311 


AGCTTCCTCGCCAGGGCTAACTGAGCAGCCCGGGCGGCCGGCATC 


355 


3 


3 98 


P 1 A P 1 P?p^P 1 p^f^T^^P 1 0^/^ p ,r p r p/^< PPTPPPTPPP'P'l' A mpm]\ rp^rp/^rn/^rp/-i/-irp 


442 






1 II 1 III II 1 1 1 II III II llllllllllllll 1 III 




9 


356 


CACGCCCGTTCGTGCCTGCCTGCGTGCCTTATGTATGTCTG .... 


396 


3 


*± *± j 


HPPi A P^T^PIP 1 T^T^P 1 TT'P A P'P'P'T'P' A T 1 z^ 1 /^ n -1 a O rprp/~i /~i /"irp ■» mr^/-*mi\ nnm/i /tw <~i 

l OAC 1 LKj 1 1 vj 1 1 l.ALjCjvj 1 LA 1 CGTACTTGGCTATCGTACGTGCAC 


487 






II MM IIIIIIIIIIIIIMIIIIII 1 ill II. 




q 


O J7 / 


.... TGATTGTGCAGGGTCATCGTACTTGGCTAGCGTACGTGCAC 


437 






GCACTCAGCTCCTGTACGAATTACGACAATAAGCTCGTGACCTGA 


532 






IMIIIIIIIIIIIIIIIIIIIIIII IIIIIIIIMIIIMIII 




9 


438 


GCACTCAGCTCCTGTACGAATTACGATAATAAGCTCGTGACCTGA 


482 


3 


533 


ATAAAACTTCTTCGTAATACTAA AAAAAaAAAAAAAAAaA 


572 






IMIMMIMMIMIMIMI MMMilllMIMM 




9 


483 


ATAAaACTTCTTCGTaATACTaATACCTAaaAAAAAAAaaaAaaA 


527 


3 


573 


AA 


574 


9 


528 


II 

AA 


529 


OVERALL %ID = 


86.76 


OVERALL %SIMILARITY = 86.76 
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